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autophagy, necroptosis, and other programed cell death processes. Visit www.abgent.com for a complete listing. cen De(ﬂh
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Fig. 5 Modulation of chromatin structure
by PARP1. A, PARPI is a chromatin-associated enzyme,
which modifies proteins by poly (ADP-ribosyl)ation, indicated
in blue. Poly (ADP-ribosyl)ation is a postranslational modifi-
cation in response fo DNA strand-breaks. B, Application of
ABGENT's PARPT monoclonal antibody #AT3183a for immu-
nofluorescent detection of PARP1 in Hela cells.
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ATM (ataxia telangiectasio mutated) and ATR (ataxia telangiectasia and RAD3 related) kinases,
as well as the checkpoint homologs CHK1 and CHK2. Additional molecules, associated with
checkpoint regulation, include CDC25, histone H2AX, MRN complex, and BRCA1. p53 activates apop-
tosis both directly and by transactivating pro-upoptofic genes. p21 is a p53-inducible gene, which
inhibits CDKs (cyclin-dependent kinases). TOP1 inhibitors suppress apoptosis by activating nuclear
factor NFiB, which induces the expression of anti-apoptotic genes (12).

Fig.7 Molecular interactions between survivin and its protein pari-
ners. The network was generated by using protein-protein inferaction data curated from the
literature.

Protein abbreviations: AKT, v-akt murine thymoma viral oncogene homolog; APEX1,
nuclease; AURKB, aurora kinase B; BCL2, B-cell CLL/lymphoma 2; BUB3, budding uninhibited
by benzimidazoles 3 homolog; CASP, caspase; €DC, cell division cycle; CDKNTA or p21,
cyclin-dependent kinase inhibitor 1A; CENPPA, centromere protein A; DIABLO, diablo homolog;

Apoptosis INCENP, inner centromere protein antigens; MYBL2, v-myb myeloblastosis viral oncogene ho-
molog (avian}-like 2; PCNA, proliferating cell nuclear antigen; PI3K, phosphoinositide-3-kinase;
RAD51, RAD5T homolog; XIAP, X-linked inhibitor of apoptosis; XPO1, exportin 1; XRCC,
O Transcription facor > Other X-ray repair complementing defective repair in Chinese hamster cells.
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